Plant Molecular Biology 32: 1243-1251, 1996. 


Contents of Volume 32 


Vol. 32, Nos. 1-2, October (I, Il) 1996 


Special issue: 
Post-transcriptional Control of Gene Expression 


Guest-editors: 
Witold Filipowicz and Thomas Hohn 


Preface 
Dedication iii 
List of Contributors iv—viii 


RNA processing and stability 


Splicing of precursors to messenger RNA in higher plants: mechanism, regulation 
and sub-nuclear organisation of the spliceosomal machinery 
G.G. Simpson, W. Filipowicz 


Plant mRNA 3’-end formation 
H.M. Rothnie 


Control of mRNA stability in higher plants 
M.L. Abler, P.J. Green 


RNA as a target and an initiator of post-transcriptional gene silencing in transgenic 
plants 
D.C. Baulcombe 


RNA structure and regulation of gene expression 
P. Klaff, D. Riesner, G. Steger 


Translation 


The plant translational apparatus 
K.S. Browning 107-144 


Translational control of cellular and viral mRNAs 
D.R. Gallie 145-158 


Translation in plant: rules and exceptions 
J. Fiitterer, T. Hohn 159-189 


Fate of translation products 


Molecular chaperones and protein folding in plants 
R.S. Boston, P. Viitanen, E. Vierling 





1244 
Transport of proteins in eukaryotic cells: more questions ahead 
M. Bar-Peled, D.C. Bassham, N.V. Raikhel 


Plasmodesmal cell-to-cell transport of proteins and nucleic acids 
L.A. Mezitt, W.J. Lucas 


Proteolysis in plants: mechanisms and functions 
R.D. Vierstra 


Organelles 


Regulation of gene expression in plant mitochondria 
S. Binder, A. Marchfelder, A. Brennicke 


Regulation of gene expression in chloroplasts of higher plants 
M. Sugita, M. Sugiura 


Post-transcriptional reguiation of chloroplast gene expression in Chlamydomonas 
reinhardtii 
J.-D. Rochaix 


RNA editing in plant mitochondria and chloroplasts 
R.M. Maier, P. Zeltz, H. Késsel, G. Bonnard, J.M. Gualberto, J.M. Grienenberger 


Special topics 


Gene expression from viral RNA genomes 
1.G. Maia, K. Séron, A.-L. Haenni, F. Bernardi 


Optimizing expression of transgenes with an emphasis on post-transcriptional 
events 
M.G. Koziel, N.B. Carozzi, N. Desai 


Subject index 


Vol. 32, No. 3, November (I) 1996 


Research articles 


Coordinated activation of as-1-type elements and a tobacco glutathione S 
transferase gene by auxins, salicylic acid, methyl-jasmonate and hydrogen peroxide 
C. Xiang, Z-H. Miao, E. Lam 


Plant nuclear tRNA™* genes are ubiquitously interrupted by introns 
K. Akama, M. Kashihara 


A pollen allergen-encoding gene is expressed in wheat ovaries 
H-J. Balzer, L. Borisiuk, H-M. Meyer, F. Matzk, H. Baumlein 


Cloning and expression of transaldolase from potato 
C.P. Moehs, P.V. Allen, M. Friedman, W.R. Belknap 


223-249 


251-273 


275-302 


303-314 


315-326 


327-341 


343-365 


367-391 


393-405 


407-414 





Structure of the dehydrin tas14 gene of tomato and its developmental and environ- 
mental regulation in transgenic tobacco 
M. del Mar Parra, O. del Pozo, R. Luna, J.A. Godoy, J.A. Pintor-Toro 


The Chlamydomonas reinhardtii LI818 gene represents a distant relative of the cabi/II 
genes that is regulated during the cell cycle and in response to illumination 
F. Savard, C. Richard, M. Guertin 


Molecular characterization of transketolase (EC 2.2.1.1) active in the Calvin cycle of 
spinach chloroplasts 
A. Flechner, U. Dressen, P. Westhoff, K. Henze, C. Schnarrenberger, W. Martin 


Higher-plant chloroplast and cytosolic fructose-1,6-bisphophosphatase isoen- 
zymes: origins via duplication rather than prokaryote-eukaryote divergence 
W. Martin, A-Z. Mustafa, K. Henze, C. Schnarrenberger 


A novel plant peptidyl-prolyl-cis-trans-isomerase (PPlase): cDNA cloning, structural 
analysis, enzymatic activity and expression 
O. Blecher, N. Erel, |. Callebaut, K. Aviezer, A. Breiman 


Functional studies of chloroplast glyceraldehyde-3-phosphate dehydrogenase sub- 
units A and B expressed in Escherichia coli: formation of highly active A, and B, 
homotetramers and evidence that aggregation of the B, complex is mediated by the 
B subunit carboxy terminus 

E. Baalmann, R. Scheibe, R. Cerff, W. Martin 


The 22 bp W1 element in the pea lectin promoter is necessary and, as a multimer, 
sufficient for high gene expression in tobacco seeds 
S. de Pater, K. Pham, |. Klitsie, J. Kijne 


Short communications 


RNA expression patterns of a type 2 metallothionein-like gene from rice 
H-M. Hsieh, W-K. Liu, A. Chang, P.C. Huang 


Arabidopsis consensus intron sequences 
J.W.S. Brown, P. Smith, C.G. Simpson 


Site-directed mutagenesis of the CP 47 protein of photosystem II: '*’W in the lume- 
nally exposed loop C is required for photosystem II assembly and stability 
J. Wu, C. Putnam-Evans, T.M. Bricker 


Salt stress induces an increased expression of V-type H*-ATPase in mature sugar 
beet leaves 
M. Kirsch, A. Zhigang, R. Viereck, R. Low, T. Rausch 


Nucleotide sequences of nuclear tRNA‘°’S genes from Nicotiana and Arabidopsis and 
expression in HeLa cell extract 
C. Urban, K.N. Smith, H. Beier 


Analysis of the occurrence and nature of repeated DNA in an 850 kb region of 
Arabidopsis thaliana chromosome 4 
H.L. Thompson, R. Schmidt, C. Dean 


A molecular study of dormancy breaking and germination in seeds of Trollius lede- 
bouri 
P.C. Bailey, G.W. Lycett, J.A. Roberts 


461-473 





1246 
Expression of anthocyanin biosynthesis pathway genes in red and white grapes 
PK. Boss, C. Davies, S.P. Robinson 


Molecular cloning and characterization of a gene that encodes a MYC-related protein 
in Arabidopsis 
T. Urao, K. Yamaguchi-Shinozaki, N. Mitsukawa, D. Shibata, K. Shinozaki 


Sequence announcement 


Vol. 32, No. 4, November (II) 1996 


Research articles 


A 68 bp element of the 6-phaseolin promoter functions as a seed-specific enhancer 
A.H.M. van der Geest, T.C. Hall 


Phytochrome of the green alga Mougeotia: cDNA sequence, autoregulation and 
phylogenetic position 
A. Winands, G. Wagner 


Structure and regulation of the maize Bronze2 promoter 
J.P. Bodeau, V. Walbot 


Engineering of the aspartate family biosynthetic pathway in barley (Hordeum vul- 
gare L.) by transformation with heterologous genes encoding feed-back-insensitive 


aspartate kinase and dihydrodipicolinate synthase 
H. Brinch-Pedersen, G. Galili, S. Knudsen, PB. Holm 


The same nuclear proteins bind to the 5’-flanking regions of genes for the rice seed 
storage protein: 16 kDa albumin, 13 kDa prolamin and type Il glutelin 
M. Nakase, T. Yamada, T. Kira, J. Yamaguchi, N. Aoki, R. Nakamura, T. Matsuda, T. Adachi 


GSBF1, a seedling-specific bZIP DNA-binding protein with preference for a ‘split’ 
G-box-related element in Brassica napus RbcS promoters 
S. Waldmiiller, U. Miller, G. Link 


Cloning and developmental/stress-regulated expression of a gene encoding a tomato 
arabinogalactan protein 
S. Li, A.M. Showalter 


A novel plasma membrane-bound thioredoxin from soybean 
J. Shi, M.K. Bhattacharyya 


Organization and characterization of the ribulose-1,5-biphosphate carboxy- 
lase/oxygenase large subunit N-methyitransferase gene in tobacco 
Z. Ying, N. Janney, R.L. Houtz 


Three knotted1-like homeobox genes in Arabidopsis 
K.A. Serikawa, A. Martinez-Laborda, P. Zambryski 
A model for the evolution of the plastic sec apparatus inferred from secY gene 


phylogeny 
H. Vogel, S. Fischer, K. Valentin 


571-576 


577 


589-597 


599-609 


611-620 


621-630 





Characterization of replication origins flanking the 23S rRNA gene in tobacco chloro- 
plast DNA 


Z. Lu, M. Kunnimalaiyaan, B.L. Nielsen 


A family of novel myb-related genes from the resurrection plant Craterostigma plan- 
tagineum are specifically expressed callus and roots in response to ABA or desic- 
cation 

G. Iturriaga, L. Leyns, A. Villegas, R. Gharaibeh, F. Salamini, D. Bartels 


A highly sensitive plant hybrid protein assay system based on the Spm promoter 
and TnpA protein for detection and analysis of transcription activation domains 
M. Schlappi, R. Raina, N. Fedoroff 


Lysine and threonine metabolism are subject to complex patterns of regulation in 
Arabidopsis 
|. Ben-Tzvi Tzchori, A. Perl, G. Galili 


Chaicone synthase in rice (Oryza sativa L.): Detection of the CHS protein in seedlings 
and molecular mapping of the chs locus 

A.R. Reddy, B. Scheffler, G. Madhuri, M.N. Srivastava, A. Kumar, P.V. Sathyanarayanan, 
S. Nair, M. Mohan 


Circadian expression of the carbonic anhydrase gene, Cah1, in Chlamydomonas 
reinhardtii 
S. Fujiwara, N. Ishida, M. Tsuzuki 


Short communications 


Isolation of cDNAs encoding two purine biosynthetic enzymes of soybean and 
expression of the corresponding transcripts in roots and root nodules 
K.M. Schnorr, M. Laloue, B. Hirel 


Isolation and characterization of CDNA clones corresponding to the genes expressed 
preferentially in floral organs of Arabidopsis thaliana 
S. Utsugi, W. Sakamoto, Y. Ogura, M. Murata, F. Motoyoshi 


Structure and analysis of phospholipase gene from Ricinus communis L. 
L. Xu, L. Zheng, S.J. Coughlan, X. Wang 


Vol. 32, No. 5, December (I) 1996 


Mini review 
Protein stability and degradation in chloroplasts 
Z. Adam 


Research articles 
Expression analysis of an Arabidopsis C,H, zinc finger protein gene 
B.W. Tague, P. Gallant, H.M. Goodman 


Noncoding RNA for CR20, a cytokinin-repressed gene of cucumber 
H. Teramoto, T. Toyama, G. Takeba, H. Tsuji 


707-716 


717-725 


751-757 


759-765 


767-771 





1248 


A novel type of DNA-binding protein interacts with a conserved sequence in an early 
nodulin ENOD12 promotor 

H. Christiansen, A.C. Hansen, |. Vijn, N. Pallisgaard, K. Larsen, W.-C. Yang, T. Bisseling, 
K.A. Marcker, E.@. Jensen 


Changes in abundance of an abscisic acid-responsive, early cysteine-labeled met- 
allothionein transcript during pollen embryogenesis in bread wheat (Triticum aes- 
tivum) 

T.L. Reynolds, R.L. Crawford 


Effects of altered phosphoeno/pyruvate carboxylase activities on transgenic C3 plant 
Solanum tuberosum 

J. Gehlen, R. Panstruga, H. Smets, S. Merkelbach, M. Kleines, P. Porsch, M. Fladung, I. 
Becker, T. Rademacher, R.E. Hausler, H.-J. Hirsch 


Functional dissection of a bean chalcone synthase gene promotor in transgenic 
tobacco plants reveals sequence motifs essential for floral expression 
O. Faktor, J.M. Kooter, R.A. Dixon, C.J. Lamb 


Different sequences for 5'-untranslated leaders of nuclear genes for plastid proteins 
affect the expression of the 3-glucuronidase gene 
C. Bolle, R.G. Herrmann, R. Oelmiller 


A transcriptional analysis of the S1;,, (Brassica napus) family of SINE retroposons 
J.-M. Deragon, N. Gilbert, L. Rouquet, A. Lenoir, P. Arnaud, G. Picard 


Alloplasmic male-sterile Brassica lines containing B. tournefortii mitochondria 
express an ORF 3’ of the atp6 gene and a 32 kDa protein 
M. Landgren, M. Zetterstrand, E. Sundberg, K. Glimelius 


New potential markers of in vitro tomato morphogenesis identified by mRNA differ- 
ential display 
A. Torelli, E. Soragni, A. Bolchi, S. Petrucco, S. Ottonello, C. Branca 


Single-site manipulation of tomato chromosomes in vitro and in vivo using Cre-lox 
site-specific recombination 
J. Stuurman, M.J. de Vroomen, H.J.J. Nijkamp, M.J.J. van Haaren 


Genetic similarity among Arabidopsis thaliana ecotypes estimated by DNA sequence 
comparison 
C.S. Hardtke, J. Miiller, T. Berleth 


Molecular characterization of a phosphoenolpyruvate carboxylase in the gym- 
nosperm Picea abis (Norway spruce) 
M. Relle, A. Wild 


Expression and functional analysis of Euglena Gracilis chloroplast initiation factor 
3 
Q. Lin, N.-J. Yu, L.L. Spremulli 


Application of differential display RT-PCR to the analysis of gene expression in a 
plant-fungus interaction 
E. P. Benito, T. Prins, J.A.L. van Kan 


The heat shock cognate 80 gene of tomato is flanked by matrix attachment regions 
A.M. Chinn, L. Comai 


CP12: a small nuclear-encoded chloroplast protein provides novel insights into 
higher-plants GAPDH evolution 
K. Pohimeyer, B.K. Paap, J. Soll, N. Wedel 


861-868 


869-878 


879-890 


891-900 


901-913 


937-945 


947-957 


959-968 


969-978 





Expression of single-chain antibody fragments (scFv) specific for beet necrotic yel- 
low vein virus coat protein or 25 kDa protein in Escherichia coli and Nicotiana ben- 
thamiana 

L.F. Fecker, A. Kaufmann, U. Commandeur, J. Commandeur, R. Koenig, W. Burgermeister 


Short communications 

Identification of a light-reguiated MYB gene from an Arabidopsis transcription factor 
gene collection 

N. Quaedvlieg, J. Dockx, G. Keultjes, P. Kock, J. Wilmering, P. Weisbeek, S. Smeekens 


Molecular cloning and expression of the hot pepper ERabp7 gene encoding auxin- 
binding protein 
S.-Y. Choi 


Vol. 32, No. 6, December (Il) 1996 


Letter to the Editor 


Sequence composition and organization in the Sh2/A1-homologous region of rice 
M. Chen, J.L. Bennetzen 


Invited review 


Plant cyclins: a unified nomenciature for plant A-, B- and D-type cyclins based on 
sequence organization 

J.-P. Renaudin, J.H. Doonan, D. Freeman, J. Hashimoto, H. Hirt, D. Inzé, T. Jacobs, H. 
Kouchi, P. Rouzé, M. Sauter, A. Savouré, David A. Sorrell, V. Sundaresan, J.A.H. Murray 


Research articles 


Functional dissection of a napin gene promoter: identification of promoter elements 
required for embryo and endosperm-specific transcription 
M. Ellerstrém, K. Stalberg, |. Ezcurra, L. Rask 


Analysis of kafirin promoter activity in transgenic tobacco seeds 
R.T. DeRose, D. Begum, T.C. Hall 


PO149, a new member of pollen pectate lyase-like gene family from alfalfa 
Y. Wu, X. Qiu, S. Du, L. Erickson 


Localization of plasma membrane H*-ATPase in nodules of Phaseolus vulgaris L. 
F. Campos, J.R. Perez-Castifieira, J.M. Villalba, F.A. Culiafiez-Marcia, F. Sanchez, R. 
Serrano 


Promoter elements controlling developmental and environmental regulation of a 
tobacco ribosomal protein gene L34 
Z. Dai, J. Gao, K. An, J.M. Lee, G.E. Edwards, G. An 


The petunia homologue of tomato gast?: transcript accumulation coincides with 
gibberellin-induced corolla cell elongation 
G. Ben-Nissan, D. Weiss 


Sequence homology requirements for transcriptional silencing of 35S transgenes 
and post-transcriptional silencing of nitrite reductase (trans)genes by the tobacco 
271 locus 

D. Thierry, H. Vaucheret 


1003-1018 


1019-1027 


1029-1035 


1037-1042 


1043-1053 


1067-1074 


1075-1083 





1250 


Comparative gene expression in sexual and apomictic ovaries of Pennisetum ciliare 
(L.) Link. 
J.-P. Vielle-Calzada, M.L. Nuccio, M.A. Budiman, T.L. Thomas, B.L. Burson, M.A. Hussey, 
R.A. Wing 


G2- and early-M-specific expression of NTCYC1 cyclin gene in Nicotiana tabacum 
cells 
L.-X. Qin, C. Perennes, L. Richard, M. Bouvier-Durand, C. Tréhin, D. Inzé, C. Bergounioux 


Regulation, unique gene organization, and unusual primary structure of carbon 
fixation genes from a marine phycoerythrin-containing cyanobacterium 
G.M.F. Watson, F.R. Tabita 


Cloning and analysis of the gene for cystathionine y-synthase from Arabidopsis 
thaliana 
J. Kim, T. Leustek 


Apoptosis in barley aleurone during germination and its inhibition by abscisic acid 
M. Wang, B.J. Oppedijk, X. Lu, B. Van Duijn, R.A. Schilperoort 


T-DNA integration into genomic DNA of rice following Agrobacterium inoculation of 
isolated shoot apices 
S.H. Park, S.R.M. Pinson, R.H. Smith 


Short Communications 


Cloning and expression of a plant homologue of the small subunit of the Golgi- 
associated clathrin assembly protein AP19 from Camptotheca acuminata 
|.E. Maldonado-Mendoza, C.L. Nessler 


Flavonols are not essential for fertilization in Arabidopsis thaliana 
B. Yistra, M. Muskens, A.J. Van Tunen 


Characterization of the molecular defect in a null allele of the opaque-2 locus of 
maize 
G. Hoschek, K.A. Russell, R.J. Schmidt 


cDNA cloning and characterization of a 3'/5’-O-methyltransferase for partially methy- 
lated flavonols from Chrysoplenium americanum 
A. Gauthier, P.J. Gulick, R.K. Ibrahim 


Bacterial expression of an active class Ib chitinase from Castanea sativa cotyledons 
|. Allona, C. Collada, R. Casado, J. Paz-Ares, C. Aragoncillo 


Nitrogen metabolism in actinorhizal nodules of A/nus glutinosa: expression of glu- 
tamine synthetase and acetylornithine transaminase 
C. Guan, A. Ribeiro, A.D.L. Akkermans, Y. Jing, A. van Kammen, T. Bisseling, K. Pawlowski 


Developmental expression and regulation by light of two closely related (-tubulin 
genes in Lupinus albus 
T.D. Vassilevskaia, E. Bekman, P. Jackson, C. Pinto Ricardo, C. Rodrigues-Pousada 


Site-directed mutagenesis of the CP 47 protein of photosystem Il: alteration of 
conserved charged residues which lie within lethal deletions of the large extrinsic 
loop E 

C. Putnam-Evans, J. Wu, T.M. Bricker 

Details of T-DNA structural organization from a transgenic Petunia population exhibit- 
ing co-suppression 

P.D. Cluster, M. O’Dell, M. Metzlaff, R.B. Flavell 


1085-1092 


1093-1101 


1103-1115 


1117-1124 


1125-1134 


1135-1148 


1149-1153 


1155-1158 


1159-1162 


1163-1169 


1171-1176 


1177-1184 


1185-1189 


1191-1195 


1197-1203 





Cloning and characterization of PO22, a pollen-expressed gene in alfalfa 
Y. Wu, X. Qui, S. Du, L. Erickson 


A gene encoding a major Kunitz proteinase inhibitor of storage organs of winged 
bean is also expressed in the phloem of stems 
Y. Habu, H. Fukushima, Y. Sakata, H. Abe, R. Funada 


Nucleotide sequence analysis of a novel globulin 7 null allele from the Illinois high 
protein strain of maize 
D. Bhattramakki, A.L. Kriz 


Mrs, a new subfamily of Tourist transposable elements 
A. Rio, P. Puigdoménech, J.M. Casacuberta 


Isolation and analysis of the soybean SGA2 gene (cDNA), encoding a new member 
of the plant G-protein family of signal transducers 
C. Gotor, E. Lam, F.J. Cejudo, L.C. Romero 


Sequence announcement 


Instructions to authors 
Volume contents 
Author index 


1251 


1205-1207 


1209-1213 


1215-1219 


1221-1226 


1227-1234 


1235-1237 


1239-1242 
1243-1251 
1253-1254 





